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Gram- Acinetobacter baumannii - - -1+ - - - - - - - - - - = = = -
positive  Arthrobacter sp. - - = -1+ - = = = - - - - - - - - -=
bacteria ) )
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Dermacoccus abyssi 1+ - - - - - - = = - - - - - - - -
D. barathri I I — - - - - - -
D. nishinomiyaensis I — - - - - - - - -
Kocuria marina T e b
K. palustris _ - = = = = = = = - - - - - - - -
K. rhizophila - - — 24 — 14+ - - - - - - - - - - =
Microbacterium paraoxydans - - - = = = = — 1+
Micrococcus sp. 1+ 1+ - 2+ 3+ — — — 1+
M. aloeverae - - - = - - = - 14
M. luteus -1+ -2+ 1+ 1+ - - 1+ - — 1+ 1+ 2+ 1+ - - =
M. lylae - - - 24 - - - - - - - - - - - - -
M. yunnanensis - - = = = = = = = - - - - - - - - -
Shinomonas atrocyanea - -1+ = - - - - - - - - - - - - - -
Staphylococcus arlettae - -1+ - - - - - - - - - - - = = = =
aureus - - - 24 - - - - = - - - - - - - - _
. capitis - — 1+ 1+ - - - - - - - - - - - - - -
caprae 1+ - - - - -1+ = = - = = = = = =
cohnii - - - - - - 14+ - - - - - - - - - = -
. epidermidis 2+ 1+ 1+ 1+ 1+ 1+ 1+ 3+ — - - - - - - = = =
. haemolyticus - - - = 2+ - = 2+ - - - - - - - - - -
hominis 1+ — 1+ 1+ 1+ = 1+ 1+ — - - — 1+ 1+ - - = 1+
. petrasii - - - - - - _
. saprophyticus T B - - - - - - - - -
. warneri - - = = = = = = = - - - - = - = = =
Not Determined GPC 1+ 1+ 2+ 2+
Corynebacterium lipophiloflavum — — — — — — — — — — — — — — — — — -
Lysobacter defluvii - - - -1+ - - - = - - - - - = = =
Rhodococcus erythropolis 1+ — - - - - - - - - - - - - - - - -
Not Determined GPR 2+ - - - - - - -2+ - - -1+ - - - - -
Gram- Agrobacterium tumefaciens - - - - - - - - - - - = = = = = = =
negative  grachybacterium muris - - - = - - - - - - - - - - - - - =
bacteria . -
Cupriavidus gilardii - - - - - - - = = - - - - - - - = -
Enhydrobacter aerosaccus - - - - = = = = = - - - - - - - - -
Moraxella sp. - - — 24 3+ - - - - - - - - - - - = -
M. osloensis - - - — 4+ 1+ 1+ = - - - - -1+ - = = =
Pseudomonas sp. - - - - - - - = - - - - - - o o
P. oryzihabitans - - = = = = = = = - - - - - - = = -
Roseomonas gilardii - - — 14+ = - - - 14+ - = = =
R. mucosa - - -2+ - - - -2+ - —1+2+ - - - - -
Sphingomonas mucosissima - - - - = = = = = - - - - - - - - -
Xanthomonas sp. - - = = = = = = = - = = = =1+ - = -
Not Determined GNR - - - -1+ = = = = - - - - - - - = -
Fungi Yast-like fungi - - = = = = = = = - - - - - - = =

1+ 110 CFU/cm? K 2+ : 10-100 CFU/cm? K& 3+ : 100-1,000 CFU/cm? Kii 4+ : 1,000 CFU/cm? Ll E
—RHBL

BiE

1+ 1+ 1+ - - - -
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£3 2017 EIC#H & h 7= Staphylococcus spp. D EEH|RiS4

n=31

EiE % MR MS TR (%)
S. aureus 1 0 1 0
S. capitis 5 0 5 0
S. caprae 2 1 1 50
S. cohnii 2 2 0 100
S. epidermidis 6 3 3 50
S. haemolyticus 4 2 2 50
S. hominis 7 0 7 0
S. pasteuri 1 0 1 0
S. petrasii 1 0 1 0
S. warneri 2 0 2 0

MR ; Methicillin-resistant MS ; Methicillin-sensitive
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Abstract

The objectives of this study were to elucidate changes in the recognition and actions of nurs-
ing students regarding uniform care and to examine the degree of bacterial contamination of
their uniforms by the number of days worn. In total, 199 nursing students participated in a ques-
tionnaire survey on uniform management. Bacterial specimens were collected from the uniforms
of 19 nursing students using sterile cotton swabs both after the uniforms were worn and after
they were laundered. The samples were subjected to aerobic culturing at 37C for 48 h. The
number of bacteria was counted, and the strains were identified. The antimicrobial susceptibility
of Staphylococcus spp. was also evaluated. The number of uniform wearing days was the long-
est among the students of the higher grade. Most nursing students in the lower grade consid-
ered 1 day as the ideal number of one uniform-wearing day. The number of bacteria on the uni-
forms increased after they were worn in both the groups, i.e., among those who wore it for 1 day
and those who wore it for =2 days. After laundering, the number of bacteria decreased in both
the groups, but a larger number of bacteria survived on the uniform of those who wore it for =
2 days. The commonly detected bacteria on the uniforms belonged to Staphylococcus spp., Mi-
crococcus spp., and Moraxella spp. in both the groups. After laundering, Micrococcus spp. and
S. hominis were detected more often on the uniform of those who wore it for =2 days. Among
the 31 strains of Staphylococcus spp. observed, one strain of S. aureus was identified as
methicillin-sensitive S. aureus. Among other CNS, the rate of antibiotic resistance was as follows:
100% for S. cohnii and 50% each for S. caprae, S. epidermidis, and S. haemolyticus. These find-
ings suggest that it is necessary to reconsider uniform care and to longitudinally examine the
rate of antibiotic resistance of Staphylococcus spp.
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